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Collecting sequences? For what is it good for?
INSDC

About Policy Advisors Submitting Standards News & Announcements Documents

The International Nucleotide Sequence Database Collaboration (INSDC) is a long-standing
foundational initiative that operates between DDBJ, EMBL-EBI and NCBI.

INSDC covers the spectrum of data raw reads, through alignments and assemblies to functional
annotation, enriched with contextual information relating to samples and experimental configurations.

RDDB] ncBI  ENAPRy/

DINA Data Bank of lapan European Nucleotide Archive
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NCBI Gene bank - the core of the sequence database

TH
Nucleic Acids Research, 2024, 52, D134-D137
https://doi.org/10.1093/nar/gkad903
Advance access publication date: 27 October 2023
Database issue OXFORD
ANNIVERSARY

GenBank 2024 Update

Eric W. Sayers “ *, Mark Cavanaugh, Karen Clark, Kim D. Pruitt, Stephen T. Sherry, Linda Yankie
and llene Karsch-Mizrachi

National Center for Biotechnology Information, National Library of Medicine, National Institutes of Health, Building 38A, 8600 Rockville Pike,
Bethesda, MD 20894, USA

“To whom correspondence should be addressed. Tel: +1 301 496 2475; Fax: +1 301 480 9241; Email: sayers@nchbi.nlm.nih.gov

GenBank® (https://www.ncbi.nlm.nih.gov/genbank/) is a comprehensive, public database that contains 25 trillion base
pairs from over 3.7 billion nucleotide sequences for 557 000 formally described species. Daily data exchange with the
European Nucleotide Archive (ENA) and the DNA Data Bank of Japan (DDBJ) ensures worldwide coverage. Recent
updates include policies for including spatio-temporal metadata, clarified documentation for GenBank data processing,
enhanced foreign contamination screening tools, new processes in the Submission Portal, migration of Entrez Genome and
Assembly displays into NCBI Datasets, and the impending retirement of tbl2asn, replaced by table2asn.
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NCBI - National Center for Biotechnology Information

Annual GenBank Growth
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NCBI - National Center for Biotechnology Information

Table 1. GenBank divisions

Division Description Records Base pairs
WGS Whole genome shotgun data 2631493 489 22 294 446 104 543
TS5A Transcriptome shotgun data 703 290 753 660 355 737 229
PLN Plants 7267 977 607 785 846 175
INV Invertebrates 11 706 120 562 054 124 309
VRL Viruses 12117 023 253 624 539 927
BCT Bacteria 2 588 641 204 717 329 672
VRT Other vertebrates 3725098 134 590 232 569
ROD Rodents 646 856 96 273 380 697
MAM Other mammals 718 185 71142 498 026
TLS Targeted loci studies 124 421 006 48 289 699 026
EST Expressed sequence tags 78 009 188 43 476 079 939
PAT Patent sequences 57 387 889 32777953076
HTG High-throughput genomic 177 352 27 825 565 592
GS5 Genome survey sequences 41 103 736 26 390 262 337
PRI Primates 1144 158 15 944 087 492
ENV Environmental samples 10 165 304 10 294 243 239
SYN Synthetic 308 231 8276 291 009
PHG Phages 35373 1319 896 723
HTC High-throughput cDNA 651 488 741 162 888
STS Sequence tagged sites 1 346 988 640 923 1537
UNA Unannotated 760 4 530 817
TOTAL All GenBank sequences 3 688 305 615 25 100 970 488 422

Release 257 (August 2023).
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NCBI - National Center for Biotechnology Information
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3
g Initial Processing Complete
-
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2 Data is immediately searchable by accession number. 1

Submitter requests  Submitter may later request
ARERSSO ~ re-release that the data be re-released

After indexing, data can be searched using text terms.
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Nucleic acid Research Journal list of databases

The most comprehensive listing of databases used by biologists. DNA, RNA, nucleic acids modifications, proteins, protein
modifications, low molecular weight compounds, gene expression databases, various biomolecule interaction databases, as well

as number of tools for prediction of structure-function characteristics of biomolecules

OXFORD Journals

ACADEMIC

You are here: MAR Journal Home = Database Summary Paper Categories

NAR Database Summary Paper Category List

Nucleotide Sequence Databases

RMA sequence databases

Protein sequence databases

Structure Databases

Genomics Databases (non-vertebrate)
Metabolic and Signaling Pathways
Human and other Vertebrate Genomes
Human Genes and Diseases
Microarray Data and other Gene Expression Databases
Proteomics Resources

Other Molecular Bioclogy Databases
Organelle databases

Plant databases

Immunological databases

Cell biclogy

¥ Compilation Paper

F Category List

r &lphabetical List

» Category/Paper List

¥ Search Summary Papers

Oxford University Press is not responsible for the content of external internet sites
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EDITORIAL

The 2024 Nucleic Acids Research database issue and the online
molecular biology database collection

Daniel J Rigden and Xosé M Fernandez

Nucleic Acids Research, Volume 52, Issue D1, 5 January 2024, Pages D1-D9,
https://doi.org/10.1093/nar/gkad1173

Abstract v View article

MAJOR MULTI-DATABASE RESOURCES

EMBL’s European Bioinformatics Institute (EMBL-EBI) in 2023
Matthew Thakur and others

Nucleic Acids Research, Volume 52, Issue D1, 5 January 2024, Pages D10-D17,
https://doi.org/10.1093/nar/gkad1088

Abstracts v View article

Database Resources of the National Genomics Data Center, China
National Center for Bioinformation in 2024
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All model organisms have their own scientific community-curated databases

In plant experimental biology, good examples is TAIR (The Arabidopsis Information Resource) curating the information resources
for Arabidopsis thaliana

| Help | Contact | About Us | Subscribe | Login | Register  Institution: University of Potsdam (subscribed)
@
. Enter search text G $ -
7 tair b

Submit ~ News ¥ ‘ Stocks ¥

Tools ~ Portals ~ Download ~

Advanced Search ~ Browse ¥

. . " Breaking News
The Arabidopsis Information Resource .

NAASC Community Award
Nominations Open
[Dec 20, 2024]

:NAAsC Arabidopsis Community Awards
wa Open to allin the global Arabidopsis Community!

Nominate your colleagues, trainees, or yourself to recognize
excellence in the Arabidopsis community!

Nominations for NAASC
community awards are open and

; L5 -_" being accepted until January 31,
angs | 20050 words e~ 2025.
Full packages Due April CV, Statement, N OMI NATION S INVITED
for Round 2** 30, 2025 3 support letters IN 3 AWARD CATEGORIES: 25th Anniversary of TAIR
Full details including eligibility & « P. N. Benfey Arabidopsis Community [Nov 22, 2024]
selection criteria: ¢ TN - d
bit.ly/3DtjNEi Lifetime Achievement TAIR officially turned 25 on
:fﬁg,{,in,,'o,s;f';? nd October 1, 2024! Read our blog
gandidates advancing to * Dissemination of Arabidopsis Knowledge post covering the highlights from
un wi e notitie
Sémpils a full package (early & later career awards) the last2s years.

e
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Expasy - Swiss Bioinformatics Resource Portal

The focus of this resource portal is on proteins, which are covered in UniProtKB/Swiss-Prot well-
curated database. It contains numerous tools, which experimental biologists use every day

= Expasy
Swiss Bioinformatics Resource Portal

Swiss Institute of

Bioinformatics n

e.g. BLAST, UniProt, MSHG, Albumin...

Genes & Genomes
A SIB Resources ®

Genomics
Metagenomics W 4 W 4 W W o4
Transcriptomics .
STRING Rhea SWISS-MODEL SwissLipids
- . Protein-protein interaction Expert-curated database of Protein structure homology- Knowledge resource for lipids
v W Proteins & Proteomes networks and enrichment analysis biochemical reactions modelling
{& Evolution & Phylogeny
Evolution biology W W
Population genetics UniProtKB/Swiss-Prot Glyco@Expasy
Protein knowledgebase Zooming in on web-based
& Structural Biology glycoinformatics resources

Drug design
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BAR - great bio-analytic resource page for plant biologists
tools for functional genomics and proteomics in plants, including ePlant gene expression visualization database
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_
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No genes currently loaded .
iy, rnserprin .
@ celeFP Ui gl .2
. RNA transxg‘:ipt ’11
‘i?uféﬁﬁiiﬁfﬁ? signaling & signal ®
. % Chomosome viewer transduction cascades o e
e
. '@ Interaction viewer o protein networks
P %m@d‘“”»@ toicing 2‘:
Molecule viewer protein sequence 3D structure '!1
metabolism EZ:M
. 5 Sequence Browser secorwdaryh;netabolism
8 :
B TS
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uences LS [ 4 f (
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Protein data bank RCSB PDB

It contains both experimentally determined and computed 3D structures of proteins

RCSB PDB Deposit + Search ~

Visualize + Analyze + Download v Learn v About~ Careers COVID-19

(o= an PRy
v p . )
D |
(=~ =

PROTEIN DATA BANK

229,183 Structures from the PDB

[Enter search term(s), Entry ID(s), or sequence Include CSM @

;“ 1,068,577 Computed Structure Models (CSM)

Advanced Search | Browse Annotations

IR SPDEB f#onarcor: §NAKB G yves @ PDB-Dev

M Welcome
#™ Deposit
Q search

4l Visualize

i Analyze

& Download

@l Leamn

B130P16: Practical basics of scientific work

- )‘" \ = Acces Computed Structure Models (CSMs) of available model organisms

7 —

RCSB Protein Data Bank (RCSB PDB) enables breakthroughs in science and education
by providing access and tools for exploration, visualization, and analysis of:

December Molecule of the Month

Experimentally-determined 3D structures from the Protein Data Bank (PDB) archive
(=) Computed Structure Models (CSM) from AlphaFold DB and ModelArchive

These data can be explored in context of external annotations providing a structural view
of biology.

Explore PDB-101
NEW : Training
G | Resources

Features

Flagellar Motor
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